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ABCTRACT 
Physical activity is considered a significant factor in the anti-aging process. In this sense, there 
is increasing scientific and clinical interest in the connections of nutrition and health as part of 
the aging progression. Studies have shown that there is an association between aging problems 
and gut microbiota performance. We performed this narrative review used the following 
databases: PubMed, Web of Science and Medline. The research was performed using the 
following keywords: [[[Aging] or [Senescence] or [Biological Aging] or [Aging, Biological] or 
[Aged] or [Aged, 80 and over] or [Life Expectancy] or [Length of Life]] in combination with 
[[microbiota] or [microbiotas] or [Microbiome] or [microbiomes] or [Human Microbiome] or 
[Human microbiomes] or [microbiomes, Human] or [Microbiome, Human]] not [[disease]]]. 
We selected analyzed 35 studies after search. The main results indicated that, associating care 
with the microbiota and physical activity practices in older adults can increase their chances of 
longevity. A lower prevalence of Bifidobacteria increase the chance of gastrointestinal infection 
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with lower intestinal protection. The immunomodulatory properties of probiotics increase the 
prevention of infectious disease-related morbidity and mortality in older adults. There is still 
no research on the impact of the association between the care of the microbiota in older adults 
practicing physical activity. This review has the potential to save geriatric therapists time by 
providing comprehensive summaries of large information regarding the probiotics associated 
with physical practices used in palliative care in geriatric health. 
 
Key words: Microbiome, Microbiota, Aging, Prebiotics, Nutritional Sciences 
 
 RESUMO 
A atividade física é considerada um fator significativo no processo antienvelhecimento. Nesse 
sentido, há um crescente interesse científico e clínico nas conexões de nutrição e saúde como 
parte da progressão do envelhecimento. Estudos mostraram que existe uma associação entre 
problemas de envelhecimento e desempenho da microbiota intestinal. Realizamos esta revisão 
narrativa utilizando os seguintes bancos de dados: PubMed, Web of Science e Medline. A 
pesquisa foi realizada com as seguintes palavras-chave: [[[Envelhecimento] ou [Senescência] 
ou [Envelhecimento Biológico] ou [Envelhecimento, Biológico] ou [Envelhecido] ou 
[Envelhecido, 80 anos ou mais] ou [Expectativa de Vida] ou [Duração de Vida]] em 
combinação com [[microbiota] ou [microbiotas] ou [Microbiome] ou [microbiomas] ou 
[Microbiome humano] ou [Microbiomas humanos] ou [microbiomas humanos] ou 
[microbiomas humanos] ou [Microbiome humano]] não [[doença] ]] Foram selecionados 
analisados 35 estudos após a pesquisa. Os principais resultados indicaram que associar o 
cuidado à microbiota e às práticas de atividade física em idosos pode aumentar suas chances de 
longevidade. Uma prevalência mais baixa de Bifidobacteria aumenta a chance de infecção 
gastrointestinal com menor proteção intestinal. As propriedades imunomoduladoras dos 
probióticos aumentam a prevenção da morbimortalidade relacionada a doenças infecciosas em 
idosos. Ainda não há pesquisas sobre o impacto da associação entre o cuidado da microbiota 
em idosos praticantes de atividade física. Esta revisão tem o potencial de economizar tempo 
aos terapeutas geriátricos, fornecendo resumos abrangentes de grandes informações sobre os 
probióticos associados às práticas físicas usadas nos cuidados paliativos em saúde geriátrica. 
 
Palavras-chave: Microbioma, Microbiota, Envelhecimento, Prebióticos, Ciências da Nutrição 
 
 
1 INTRODUCTION 
Physical activity is considered one of the most significant factors in the anti-aging 
process, as the world population over age 60 will represent 22% of the total population in 2050, 
which in absolute terms equates to two billion older adults. Such a percentage will amount to 
two times the representation of the same age group in the year 2000, when the number of older 
people was 650 million (WHO, 2015). There is increasing scientific and clinical interest in the 
connections of nutrition and health as part of the aging progression. In order to prevent or delay 
the development of chronic disease in older adults, healthy behaviors such as being physically 
active, eating a healthy diet, avoiding the harmful use of alcohol and not smoking or using 
tobacco products are recommended to promote good health, even though the number of 
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complex and chronic health problems are common in older people (WHO, 2015). In spite of 
preventive habits, many people will still develop health problems in older age such as high 
blood pressure, high blood sugar and/or high cholesterol, immune compromised diseases, and 
cancer (Evans, Morris, & Marchesi, 2013). Therefore, the interest in nutrition characteristics is 
due to the important role this theme plays throughout the life span, including how the selection 
and absorption of nutrients occurs in the gut region. Aging affects the maintenance of 
physiological processes and declines in several integrated components of our microbial organ 
which are physical (epithelial cells, mucous), immunological (secretory IgA and associated 
immune cells), biochemical (anti-microbial peptides) and microbial (microbiome) (Evans et al., 
2013; Nicoletti, 2015). Despite the high importance of this theme, critical reviews about the 
aging process and microbiota aspects are scarce. 
Gut microorganisms are considered a “forgotten” organ (O'Hara & Shanahan, 2006), or 
better put, a “microbial” organ (Cani & Delzenne, 2009). Apart from extensively known 
information about typical physiological changes of senescence, recent studies have shown that 
there is an association between aging problems and gut microbiota performance, i.e. the 
population of bacteria inhabiting the intestines, protocooperating with the human body, whose 
relationship could change over the lifetime (Prakash, Rodes, Coussa-Charley, & Tomaro-
Duchesneau, 2011). Preceding reports have defined gut microbiota as a complex community of 
microorganism species that live in the digestive tracts, which have a protocooperative 
relationship with human physiology (Steinhoff, 2005). Regarding metabolic activities, this 
microbiota community can help by assembling the energy from the fermentation of undigested 
polysaccharides, such as dietary fibers (Del Piano, 2014) and the succeeding absorption of 
short-chain fatty acids (Del Piano et al., 2014). 
Authors have primarily shown that the most important of these fatty acids are butyrate’s, 
metabolized by the colonic epithelium; propionates by the liver, and acetates by the muscle 
tissue and the intestinal bacteria also play a role in synthesizing vitamin B and K, as well as 
metabolizing bile acids, sterols and xenobiotic (Nicoletti, 2015). However, individual colonic 
microorganisms such as sulphate-reducing bacteria, bifidobacteria and clostridia, selectively 
return to particular dietary nutrients (Cummings & Macfarlane, 1997) in a manner that may be 
key to geriatric health associated with physical activity. Preceding authors (Spaiser et al., 2015) 
have also indicated major functions of the gut microflora, which not only consist in metabolic 
activities which consequently recover energy and nutrient absorption, but also important trophic 
effects on intestinal epithelia and on immune structure and function, and protection of the 
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colonized host against invasion by inconvenient microbes (Ottman, Smidt, De Vos, & Belzer, 
2012). On the other hand, in specific microflora conditions modifications could be directly 
related with diseases of the gastrointestinal tract which occur during the lifetime, such as 
irritable bowel syndrome, diverticular disease, chronic inflammatory bowel disease and colon 
cancer, as well as multisystem organ failure (Ottman et al., 2012). A review able to elucidate 
strategic points about gut flora could be really useful for physically active and healthy older 
adults, since it is known that probiotics and prebiotics are known to have a role in prevention 
or treatment of some diseases and assist in the adaptation and recovery of physical (Spaiser et 
al., 2015). Since the beginning of the millennium, an exponential increase has been seen in the 
number of publications addressing intestinal microbiota. They have provided various evidence 
supporting a close relationship between the intestinal microbiota and geriatric health care 
(Bosch et al., 2011; Neto, De Melo, & Ribeiro, 2013; Rampelli et al., 2013). Therefore, the aim 
of the present review is to summarize the current knowledge about the gut microbiota and how 
this knowledge can provide novel insights into physically active and healthy older adults will 
also be discussed. 
 
2 MATERIAL & METHODS  
Search Strategy 
Studies were obtained through manual and electronic journal searches, review articles, 
as well as personal correspondence regarding the period 2000-2018. We used the following 
databases: PubMed, Web of Science, SCOPUS and Medline. Electronic databases were 
searched using keywords and/or MeSH terms such as [[[Aging] or [Senescence] or [Biological 
Aging] or [Aging, Biological] or [Aged] or [Aged, 80 and over] or [Life Expectancy] or [Length 
of Life]] in combination with [[microbiota] or [microbiotas] or [Microbiome] or [microbiomes] 
or [Human Microbiome] or [Human microbiomes] or [microbiomes, Human] or [Microbiome, 
Human]] not [[disease]]], up until June 18th, 2018.  
 
Article selection 
The search was restricted to studies published in English-language journals. The 
criterion for exclusion was that subjects whose characteristics were not consistent with searches 
in electronic databases for theses or for non-English articles, and it did not include data from 
chapters in books. The reference sections of the retrieved articles were manually searched for 
additional studies. Study methods were assessed and a total of 47 original-research peer-
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reviewed articles are discussed in the next session. The present authors excluded any report 
based on their publication status and each study was analyzed in order to evaluate the real 
relationship between gut microbiota and geriatric health care, as well as the ranges of study 
characteristics (e.g., subjects, age, study designs, procedures and findings). 
 
3 RESULTS AND DISCUSSION 
Gut microbiota and aging 
Conceptually, microflora indigenous microbes, or microbiota, are natural inhabitants of 
an area (O'Hara & Shanahan, 2006) and normal human microflora consists of a great diversity 
of microorganisms, establishing direct functions in epithelia where they are located (Spaiser et 
al., 2015). The number and the species which form the microbiota may vary according to the 
body region, most of which inhabit the gastrointestinal tract. A balanced and normal microbiota 
(eubiosis) state promotes beneficial geriatric health effects, and their modification could result 
in a state named microbial dysbiosis, propitiating harmful consequences mainly due to 
qualitative and quantitative metabolic modifications (Evans et al., 2013; O'Hara & Shanahan, 
2006). Associating care with the microbiota and physical activity practices in older adults can 
increase their chances of longevity. The microflora in adults is complex and stable, since 
bacterial communities with intra and interregulation occupy the ecological niches of the 
gastrointestinal tract. The composition adult microbiota is already reached at two years of age 
and stabilizes during the lifetime (Nicoletti, 2015). This community stability hinders the 
installation of allochthonous bacteria, i.e. those which do not belong to this community; 
however, pathological factors such as intestinal infections and antimicrobial procedures may 
alter the microbial community (Drago, Toscano, Rodighiero, De Vecchi, & Mogna, 2012). 
The individual gut microbiota is home to over 1000 species belonging to distinct 
phylotypes. They are predominantly made up of the Firmicutes and Bacteroidetes phyla (Drago 
et al., 2012). Together, Bacteroidetes and Firmicutes contribute to 93% of the fecal microbiota 
in the case of centenarians, and 95% in both older and young adults. Bacteroidetes contribute 
to 20, 16, and 19% to the total microbiota of subjects belonging to centenarians, older adults 
and young adults, respectively. The Firmicutes/Bacteroidetes ratios obtained for centenarians, 
older adults and young adults were 3.6, 5.1, and 3.9 ratios, respectively, according to previous 
data by using the Human Intestinal Tract Chip (HITChip) and quantitative PCR of 16S rRNA 
genes of Bacteria and Archaea (Biagi et al., 2010). Considering the predominant genus groups 
based on its bacteriological ecosystem in the gut microbiome, gut microbiota is classified into 
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three distinct enterotypes: i) Ruminococcus - which belongs to the Firmicutes phylum; ii) 
Bacteroides; and iii) Prevotella – both belonging to the Bacteroidetes phylum (Arumugam et 
al., 2011). It is thought that genetic interference, individual and environmental characteristics 
could be responsible for microflora changes in different stages of life (Drago et al., 2012). Data 
published by the Irish Consortium ELDERMET reveal that the diversity of microbiota 
decreases with age (Claesson et al., 2011). The aging process reflects the composition and 
functionality of microflora (Claesson et al., 2011). However, there is controversy regarding the 
relationship between the intestinal normal microbiota and aging. There is doubt whether the 
change observed in older adults is a consequence of aging or an age cumulative result of 
changes in the microbiota, and consequently the decrease in mediated physiological functions 
by this community. Associated with this challenge, authors question whether changes in 
microbiota would be factors of causes or consequences of disease throughout life (Zhang et al., 
2015). Previous authors have suggested that the most frequently reported age changes are 
related to the proportion of Firmicutes and Bacteriodetes phyla (Biagi et al., 2010; Claesson et 
al., 2011). By using the Human Intestinal Tract Chip (HITChip) and quantitative PCR of 16S 
rRNA genes of Bacteria and Archaea, researchers explored the age-related differences in the 
gut microbiota composition among young adults, older adults, and centenarians (Biagi et al., 
2010). According to nourishment, the microbial composition and diversity of the gut ecosystem 
of young adults and 70-year-old people is highly similar, but differs significantly from that of 
centenarians. Microbiota enhanced with Firmicutes particularly revealed a lower level of useful 
variety than Bacteriodetes-dominant microbiota (Turnbaugh et al., 2009). Preceding reports 
showed differences between younger and older groups (Malaguarnera et al., 2012; Ottman et 
al., 2012). There is still no research on the impact of the association between the care of the 
microbiota in older adults practicing physical activity, but are important indicators of 
improvement in diseases associated with the aging process. 
A preceding study found an inverse association between the number of Bacteroides and 
the aging process (Biagi et al., 2010). In addition, a minor amount of Firmicutes was found 
when comparing older to younger groups (Malaguarnera et al., 2012; Ottman et al., 2012). The 
authors found the Ruminococcus genus belonging to Clostridiaceae family in the studied older 
adult group (He, Harmsen, Raangs, & Welling, 2003) as being the most prevalent in this group 
(9.6%). Recently, other authors found the Bacteroides genus as dominant bacteria in the gut 
microbiota of an older adult group at their first moment of admission to rehabilitation 
communities (Claesson et al., 2011). However, after 6 weeks of stay, the older adults had fewer 
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Firmicutes and higher proportion of Bacteroidetes than in the first moment. However, this 
knowledge is not consensual, as researchers observed a prevalence of Ruminococcus in older 
people (He et al., 2003), and a preceding report which selected a sample in hospitals found a 
greater proportion of Bacteroides (Claesson et al., 2011). The difference in the microbiota 
composition is probably related to the differences in the sample. Interestingly, the ingestion of 
probiotics may potentiate recovery from disease and improve the immune system. Therefore, it 
was speculated that physically active older adults may have recovery and improved 
performance in exercise practices through the use of specific probiotics. 
For instance, Bifidobacterium recover the gut mucosal obstacle and lower levels of 
lipopolysaccharide in the intestine (Prakash et al., 2011), even though preceding authors 
showed the lowest prevalence of Bifidobacterium in older adults (Biagi et al., 2010). When 
analyzing a lower prevalence of Bifidobacteria in older adults, a preceding author observed a 
higher chance of gastrointestinal infection with lower intestinal protection thereof, with a higher 
number of Enterobacteriaceae in older people (Hébuterne, 2003). Preceding reports (Biagi et 
al., 2010) corroborated the previous data (Hébuterne, 2003), demonstrating increased 
Proteobacteria phylum in this age group, considering the Enterobacteriaceae family belongs 
to that phylum. This finding suggests the lowering of Bifidobacterium would predispose older 
adults to salmonellosis, shigeloses and other enteric infections caused by Enterobacteriaceae. 
What is known is that older adult microbiota composition is associated with diet and the 
different types of environment (community and institutions) they inhabit. However, there is still 
little information on physical practice environments and the effects that this may have on the 
microbiota. Research with obese older adults is scarce, however, the general knowledge about 
obesity relates being overweight with the large quantity of Firmicutes, and points to a general 
reduction in metabolic range (Turnbaugh et al., 2009). This example illustrates the need for a 
systematic and detailed presentation of the microbiota analysis in geriatric health. 
Eubiotic microbiota creates several combinations of natural hormones, which are 
released into interstitial tissue to be selected by blood and lymph capillaries behaving at distal 
sites. Substantial studies have been collected supporting the concept that gut microbiota 
encourages mucosal regulatory T cells, which then perform a vital role in sustaining gut 
homeostasis in normal circumstances or in regulatory inflammatory effects, which would avoid 
disease. These excretions are usually effective in low concentrations on targeted organs or 
tissues remote from the enteric milieu (Prakash et al., 2011). A preceding study also found 
disturbing data on decreased Faecalibacterium prausnitzii in older adults (Biagi et al., 2010). 
Brazilian Journal of health Review 
 
Braz. J. Hea. Rev., Curitiba, v. 3, n. 1, p. 1019-1033 jan./feb. 2020.                     ISSN 2595-6825 
 
 
1026  
Faecalibacterium prausnitzii belonging to the Firmicutes phylum is an important general health 
marker for humans due to its butyrate production, which is important in the health conferring 
to the intestinal epithelium enteral cells (Hébuterne, 2003). Pathologies such as intestinal 
inflammation (Malaguarnera et al., 2012; Ottman et al., 2012), colorectal cancer (Sobhani et 
al., 2011), and obesity (Graessler et al., 2013) are related when this microorganism decreases, 
so its reduction in older adults is an important finding to be observed. However, additional 
longitudinal experimental approaches in potential cohorts are necessary to create a causal 
relationship among modifications in the microbiota and disease developments. 
 
Probiotics and Geriatric Health Care  
The same group of beneficial microorganisms (probiotics) might be useful in the local 
and/or systemic illness prevention in physically active and sick older people (Malaguarnera et 
al., 2012; Ottman et al., 2012). Probiotics are defined as live micro-organisms which confer a 
health beneﬁt on the host when administered in adequate amounts (O'Hara & Shanahan, 2006). 
The Guidelines for Evaluation of Probiotics in Food was a global effort to make 
recommendations for evaluating and validating probiotic administration for health care (Tsuda 
& Miyamoto, 2010). However, little attention was given to this document. Also, the 
administration of probiotics in older adults has shown significant positive results (Bosch et al., 
2011; Neto et al., 2013; Rampelli et al., 2013). According to a preceding report (Rymkiewicz, 
Heng, Vasudev, & Larbi, 2012), the immunomodulatory properties of probiotics maintained in 
older people were observed and the authors endorsed probiotics for the prevention of infectious 
disease-related morbidity and mortality in older adults. In this respect, previous studies (Gill, 
Rutherfurd, Cross, & Gopal, 2001) demonstrated benefits in older adult immunity from 
Bifidobacterium lactis HN01 probiotic consumption. Several types and/or strains of 
Bifidobacteria may apply a range of useful geriatric health effects, including the regulation of 
intestinal microbial homeostasis, the inhibition of pathogens and harmful bacteria that inhabit 
and/or infect the gut mucosa, the modulation of local and systemic immune reactions, the 
suppression of pro-carcinogen enzymatic actions within the microbiota, making vitamins, and 
the bioconversion of a quantity of dietary composites into bioactive molecules (Ejtahed et al., 
2011). However, a randomized, double-blind placebo-controlled, 4-week cross-over study 
(Macfarlane, Cleary, Bahrami, Reynolds, & Macfarlane, 2013) involving 43 older volunteers 
managed application of symbiotic commercial preparation (probiotic Bifidobacterium longum 
and an insulin-based prebiotic). The pro-inflammatory response was modified with 
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significantly reduced pro-inflammatory cytokine TNF-α in peripheral blood after 2 and 4 weeks 
of symbiotic consumption, and increased butyrate production was observed. However, no effect 
on bowel habit or any clinical parameter was observed during observation period (Macfarlane 
et al., 2013). Their results showed significant increased bifidobacterial numbers and increased 
members of the Actinobacteria and Firmicutes phyla, while Proteobacteria phylum were 
reduced. 
Aiming to investigate the effects of Bifidobacterium lactis (Bb12) and Lactobacillus 
acidophilus (La5) as probiotic on the lipid profile in type 2 diabetes mellitus people, a total of 
60 subjects aged between 30 and 60 years was randomized in a double-blind controlled trial, 
and distributed into 2 groups: a. conventional yogurts, which contained Lactobacillus 
bulgaricus and Streptococcus thermophiles; and Bifidobacterium probiotic yogurts, enriched 
with Bb12 and La5. After a 6-week intervention, probiotic yogurt consumption caused a 4.54% 
decrease in cholesterol and a 7.45% decrease in low-density lipoprotein cholesterol (LDL-c), 
being significant when compared to the control group (Ejtahed et al., 2011), showing an 
important role of this probiotic in contributing to the improvement of cardiovascular disease 
risk factors. In a similar trial design, the authors studied a similar 44-individual sample and the 
same microorganisms as probiotic in yogurts (Jeong, Kim, Hwang, Han, & Kim, 2016; van 
Beek et al., 2016). The 8-week probiotic yogurt consumption led to significant decrease in low-
density lipoprotein cholesterol/high density lipoprotein cholesterol (HDL-c) ratio, as well as 
significantly increased the levels of HDL-c, suggesting that yogurt consumption could be used 
as an alternative to prevent and treat dyslipidemia (Jeong et al., 2016).  
Current improvements of high-throughput sequencing technology and the resulting 
progresses in metagenomics characterize a new approach for the future of probiotics research. 
Researchers (Guillemard, Tondu, Lacoin, & Schrezenmeir, 2010) analyzed cheese consumption 
with Lactobacillus rhamnosus (HN001) plus acidophilus NCFM and the Lactobacillus, 
wherein these authors and others observed a significant increase in cytotoxicity of natural killer 
cells (Costabile et al., 2017; Guillemard et al., 2010; Zhao et al., 2018). According to preceding 
reports, the daily intake of probiotic positively changed the parameters of innate immunity in 
older adults (Guillemard et al., 2010; Zhao et al., 2018). Enhanced health through gut microflora 
modulation seems to be directly associated to long-term dietary changes (He et al., 2003; 
Zaharoni et al., 2011). Previous reports used milk fermented with Lactobacillus casei DN-114 
001 for 90 days and showed that there was a decrease in the period of common infectious 
diseases, especially respiratory diseases such as rhinopharyngitis (Zaharoni et al., 2011). It was 
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also recently discovered that Lactobacillus plantarum CCFM10 alleviates oxidative stress and 
restores the gut microbiota in d-galactose-induced aging mice (Zhao et al., 2018). Also, authors 
tested Lactobacillus plantarum CECT 7315/7316 as a probiotic, observing a significant 
reduction in the number of individuals with constipation in an older group compared to the 
control group after the second month of intervention. The same study demonstrated improved 
overall nutritional status in the intervention group, with maintenance of serum albumin levels, 
which was significantly different from the control group which showed a decrease in these 
serum levels. In addition, there was a significant decrease of cholesterol and C-reactive protein 
and improvements in the intestinal transit in older adults who were treated with the probiotic 
(Bosch et al., 2011). Preceding research observed the same probiotic strain and they 
demonstrated a reduction in the gastrointestinal and respiratory infections in the treatment time 
of the older group compared to the control group after 3 weeks of consumption (Turchet, 
Laurenzano, Auboiron, & Antoine, 2003). 
Regarding the property of immunomodulatory probiotics, the authors observed an 
increase in the phagocytic activity of polymorphonuclear cells and monocytes during 
consumption of HN001 probiotic (Costabile et al., 2017; Gill et al., 2001). In addition to the 
properties related to immune response, previous findings showed significant improvement in 
bowel movement, as well as reducing the use of laxatives and less frequent episodes of diarrhea 
as a result of consuming probiotics in older adults in orthopedic rehabilitation (Costabile et al., 
2017; Zaharoni et al., 2011). Future studies should consider environmental characteristics and 
possible experimental interventions for microflora changes at different stages of life. Previous 
investigations have mostly been informative and the current studies have increased certainty as 
to recommending consumption of probiotics in order to benefit immunological, biochemical 
and histological states, mainly in older people. The present research recommends future 
investigations and experimental approaches with chronic effect comparisons between people of 
different ages and environmental characteristics. A preceding study evaluated the effects of 
cookie consumption containing probiotics (Bifidobacterium longum and Lactobacillus 
helveticus; Lactobacillus brevis OW38) for seniors in good health (Rampelli et al., 2013) and 
in aged mice (Jeong et al., 2016). The results suggested that the probiotic consumption reversed 
age-related increases in relative abundance of opportunistic pathogens such as Clostridium 
cluster XI, C. difficile, C. perfringens, E. faecium and Campylobacter sp., resulting in lower 
exposure to diseases related to these agents. In contrast, Neto et al. (2013) investigated the effect 
of consuming symbiotic bacteria with fructooligosaccharides (FOS), Bifidobacterium lactis and 
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Lactobacillus paracasei, Lactobacillus rhamnosus and Lactobacillus acidophilus on body 
composition and inflammatory cytokines in older adults over three months without significant 
difference when compared with the control group during the three-month study and no 
improvement or preservation in the hydration state of the older adults when compared to the 
control group. 
The indication of probiotics in the care of older adults, such as palliative care in the state 
of disease and its natural physiological decay, joins with the definition of palliative care 
indicated by the World Health Organization in 2002, as an approach or treatment which 
improves quality of life of patients and families facing diseases that threaten the continuity of 
life (Tsuda & Miyamoto, 2010). In general, several methods in microbiota studies have been 
developed for assessing the quality of microbiota relationship with the physiological human 
states, i.e. the protocol is normally designed and reported to reassure that the results are not 
biased (Bosch et al., 2011; Neto et al., 2013; Rampelli et al., 2013). In addition, the eligibility 
criteria were specified in the protocols concerning microflora (Bosch et al., 2011; Neto et al., 
2013; Rampelli et al., 2013; Zaharoni et al., 2011), the source of participants and a list of criteria 
used to determine who was eligible to participate in the study were described in the research 
(Gill et al., 2001; Guillemard et al., 2010; Zaharoni et al., 2011). This helps other researchers 
know for whom the effects and methods can be considered applicable. 
 
4 CONCLUSIONS 
The present review has the potential to save geriatric therapists time by providing 
comprehensive summaries of large information regarding the probiotics associated with 
physical practices used in palliative care in geriatric health. However, it is important to 
understand this knowledge and their methods in order to recognize whether a systematic 
indication is likely to provide unbiased estimates in preventing age effects. This review 
demonstrates that the amplified interest in research addressing microbiota relationships and 
physiological states of human health is an acquisition of the times, and that its results already 
provide scientific support for incorporating consumption of probiotics as an adjuvant in 
palliative health care for older adults in order to minimize or even reverse what is considered 
natural degenerants of aging. 
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